
Local features

class labels and URIs classes with same local names but different name spaces need to be treated

with caution, as there is a risk that they might be different in different contexts.

equivalent classes equivalent classes give the alternatives of a class that can be regarded as hints for

identifying new mapping candidates.

related property names both declared and inherited properties contribute to the meaning of a class

and thus should be extracted.

complement classes complement classes indicates semantic dissimilarity.

property labels and URIs same as for classes.

property domain and range the domain and range of a property can pin down the meaning of a class when name

matching is not sufficient.

inverse (transitive) property both inverse and transitive properties are regarded as hints for similar properties and

thus indirect hints for similar classes.

functional property functional properties play the same role in identifying corresponding classes as keys

do in element level database schema matching.

instance labels and URIs same as for classes.

instantiated classes instances are treated as a source of understanding semantics.

comments well documented design rationale is a reliable source for revealing semantics.

Global features

super and sub classes subsumption relationship help to identify the location of a class in the taxonomy

and thus capture the structural semantics.

sibling classes sibling classes provide the hint of how the parent class is defined.

super and sub properties properties’ hierarchy is useful in matching both properties and classes

disjoint classes disjoint cover should be treated as a special case.

comments comments sometimes are also given at the global level.

version information the record of modifications and authentication provides alternatives.

Table 1: Features extracted for Ontology Mapping.

be the least common hypernym of wi and wj , r be the
root of the underlying WordNet hierarchy, and hi, hj ,
h be the distances between wi and r, wj and r, w and
r, respectively, the similarity between wi and wj is ap-
proximated as 2× h/hi + hj .

Semantic matchers

In CMS, the flavour of semantic is added in two different
ways: namely structure-aware matchers and intension-
aware matchers.

Structure-awareness refers to the capability of travers-
ing class hierarchies and accumulating similarities along
the sub-class (sub-property) relationships. Let c and
d be two classes from source and target ontologies, ci

and di are their direct parents in respective ontologies,
the similarity between c and d is recursively defined as
sim(c, d) = αsimlocal(c, d)+βsim(ci, di), where α and β
are arbitrary weights and simlocal/2 gives the local simi-
larity with regard to c and d which can be computed us-
ing one or a combination of techniques discussed above.

Intension-awareness takes into account the definitions of
classes. A class c are regarded as a tuple 〈S, P 〉 where
S is a set of classes of which c is a subclass and P is

a set of properties having c as the domain and other
classes or concrete data types as the range. Hence,
finding the semantic similarity between c = 〈Sc, Pc〉
and d = 〈Sd, Pd〉 amounts to finding the similarity be-
tween Sc and Sd as well as Pc and Pd, i.e. sim(c, d) =
αsim(Sc, Sd) + βsimproperty(Pc, Pd), where α and β are
arbitrary weights and simproperty/2 computes the prop-
erty similarity. More specifically, we differentiate the
following situations:

• classes with matching property names, property
domains and property ranges: Lpc = Lpd

and
simset(∆pc , ∆pd

) ≥ v and simset(Φpc , Φpd
) ≥ v

where simset/2 computes the similarity of two sets
of entities and v is a predefined threshold.

• classes with matching property names and prop-
erty domains but different property ranges: Lpc =
Lpd

and simset(∆pd
, ∆pd

) ≥ v, simset(Φpc
, Φpd

) <
v, and

• classes with matching property names but differ-
ent property domains as well as ranges: Lpc = Lpd

and simset(∆pc
, ∆pd

) < v and simset(Φpc , Φpd
) <

v.
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The first situation contributes the most to the simi-
larity of c and d. We regard classes with matching
names and exact matching properties, i.e., properties
with same name, domain and range, as semantically
equivalent classes.

In many cases, matching between ∆Pc and ∆Pd
(ΦPc

and ΦPc , respectively) can only be concluded after travers-
ing several levels upwards or downwards the class hier-
archy. Although not as strong as exact matching of
property domains and ranges, matching classes of ∆Pc

(ΦPc) to remote ancestors or descendants of classes of
∆Pd

(ΦPd
) provides a hint on how close the different

properties are, and thus how similar the two concepts c
and d are. Such an idea is implemented in our system
as a ClassDefPlusMatcher method.

1.3 Adaptations made for the contest
We didn’t do any major adaptations to CMS in order to
align the OAEI contest ontologies. We only did minor,
routine programmatic adjustments, as for example run-
ning the CMS system from the command line prompt
in a batch mode to parse and align the hundreds of on-
tologies in the Web directories case or include specific
Java heap size adjustment flags in order to run the sys-
tem over the vast FMA ontology. Other than that, the
system ran as normal.

2. RESULTS
CMS benefits from the plug and play of modular match-
ers. In this contest, four different matchers were used,
namely ClassDef for examining the domain and range
of properties associated with classes, CanoName for accu-
mulating similarities among class hierarchies, WNDisSim
for computing the distance between two class names
based on WordNet structures and HierarchyDisSim
for distributing similarity among class hierarchies. The
four major matchers were invoked both in parallel and
sequentially. When invoked in parallel their results were
then aggregated as weight average. On the other hand,
when invoked in sequence, CanoName and WNDisSim give
a list of corresponding classes whose similarities were
then refined by ClassDef and HierarchyDisSim. CMS
ran each test case with different configurations (com-
bination and sequencing) of the aforementioned four
mapping modules and precision and recall values were
calculated for each run. In this report, we include the
the configurations with the highest precision and recall
values.

2.1 Case 1: benchmark/BibTex ontologies
For all the ontologies in this case we used a threshold
of 0.8.

ontology 202: CMS fails to produce any mapping can-
didates with high similarity score in test case 202 due to
the naming convention. We consider class names as the
foundation on which other techniques can be applied

(although not the sole and dominant clue for finding
mapping candidates). Similarly, cases 248 to 266 also
fall into this category: no candidates with high similar-
ity value were found.

ontology 205: CMS does not achieve a high recall
rate for benchmark test case 205 due to the restriction
of WordNet. In case 205, class names are replaced by
randomly selected synonyms. CMS relies heavily on
external resources, e.g. WordNet, to provide lexical al-
ternatives for class and property names and thus fails
to respond well for synonyms that are not recognised
by WordNet. A customised corpus might alleviate the
problem and improve the performance with significant
efforts and domain expertise.

ontology 301: In test case 301, smaller similarity scores
were assigned to mapping candidates. This is due to
the fact that although classes have similar names, they
are defined with different properties which have differ-
ent names, domains and/or ranges. It is our contention
that for classes restricted with different properties, they
should either not be considered as equivalent classes or
their similarity value should be reduced to reflect such
difference.

2.2 Case 2: Web directories ontologies
We do not have any specific comments for Case 2. All
2265 were parsed successfully by CMS and fetched for
alignment. However, 29 ontologies did not produced
any alignment results due to circular definitions in the
original source.owl and target.owl files. So, a total
of 2236 pairs of source.owl/target.owl were aligned.
The system parsed them from the command line in a
batch mode, and the results produced after 2 hours and
53 minutes. Each cycle involved reading and parsing the
source and target ontologies, find alignments (if any)
and save and write the results in the common alignment
format in a file. This was repeated 2265 times.

2.3 Case 3: Medical ontologies
This case was the most interesting. The sheer size of
the input ontologies (especially that of FMA), the mod-
elling style of OWL, the conventions used, and the com-
plexity of the paradigm made it an interesting adven-
ture from the research point of view. We report in more
detail about our experiences in section 3.3.

3. GENERAL COMMENTS
Performance tuning and hardware settings: As
we were facing some really large ontologies (i.e., the 72k
classes FMA ontology), we had to do certain optimiza-
tions to the code and to the computer settings in order
to obtain alignment results in acceptable time. We ran
the tests on a stand-alone PC running Microsoft Win-
dows XP operating system, service pack II, 2003 ver-
sion. The PC had 1GB of memory installed (DDR400-
SDRAM), an 80GB Serial ATA hard disk, and a Pen-
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Figure 2: Web-based Interface for CMS.

tium 4, 3.0GHz processor. We used Java VM (version
1.5.0 04) and we had to do certain configurations to ad-
just the heap size in Java. For example, the standard
Java heap size is 64MB. This was not enough though for
the Web directory and medical ontologies case. In fact,
for the medical ontologies case, the sheer size of the in-
put ontologies (especially that of FMA) forced us to use
a 768MB heap size. Settings lower than this threshold
caused the system to run out of memory.

Parsing and extracting experiences: FMA owl is a
31MB .owl file comprising of 72545 declarations of owl
classes and 100 relations (object and data type prop-
erties). These numbers were obtained when using our
Jena 2.2 API and probably deviate slightly from other
parsers. Parsing and extracting features from the FMA
ontology took 9 minutes and 17 seconds with Java Heap
Size adjusted to 512MB. However, in order to run the
CMS and find alignments with the OpenGALEN we had
to use a 768MB heap size setting. While parsing, Jena
API was complaining about the syntax idioms used.
For example we had a lot of warnings from Jena’s RDF
syntax handler, or the form ”bad URI in qname XXX:
no scheme found”. We elaborate on the reasons behind
this parsing warnings in section 3.3.

OpenGALEN.owl is a 4MB .owl file comprising of 24
declarations of owl classes and 30 relations (as previ-

ously, object and data type properties, and these num-
bers were obtained from Jena 2.2 API). Parsing and
extracting features from OpenGALEN took just a few
seconds. There was no need to adjust the Java heap
size.

3.1 Comments on the results
Different combinations of CMS plug-in matchers per-
form significantly differently due to the nature of bench-
mark test cases. Table 3.1 lists the choice of matchers
with regard to each test cases while Table 3.2 shows
performance values of different matchers4 with regard
to alignment of ontology 303 in case 1, in terms of pre-
cision and recall.

3.2 Discussions on the way to improve the pro-
posed system

CMS is expected to be improved on the following as-
pects: a more sophisticated aggregation mechanism, a
unified alignment representation formalism, and param-
eterised algorithms for class hierarchy distance.

Firstly, as discussed in previous sections, results from
multi-matchers are aggregated as weighted average with
arbitrary weights to start with. Thus far, the weights
are fine-tuned manually relying on the knowledge of the
4Results are obtained with equal weights for matchers.
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CMS Matchers Test Case #

A 103, 201, 210,

A, B 205, 206, 207, 209, 301, 303

A, C, D 225, 228, 233, 236, 239-241, 246, 247,

248-266, 302

A, B, C, D 104, 203, 204, 208, 221, 222, 223,

224, 230, 231, 232, 237, 238, 304

A–Class Definition,
B–Canonical Name,
C–WordNet Hierarchy Distance,
D–Class Hierarchy Distance

Table 2: CMS matchers combinations.

CMS Matchers for #303 Precision Recall

Class Definition (A) 0.6923 0.4736

Canonical Name (B) 0.3243 0.6315

WordNet (WN) synonym 0.06 0.7894

WN Hierarchy Dis (C) 0.24 0.3157

Class Hierarchy Dis (D) 1.0 0.5263

WN synonym + hypernym (E) 0.04 0.8421

A + B 0.9 0.4736

A + E 1.0 0.4736

A + B + E 1.0 0.4736

A + B + D 1.0 0.3684

B + C + D 0.8 0.4210

B + C + D 0.8 0.4210

Table 3: Performance of different matchers for
test case #303.

domain of discourse and the underlying algorithms of
CMS. A more sophisticated approach would hire ma-
chine learning techniques to work out the most appro-
priate weights with regard to different matchers aiming
to solve different sort of mappings. Furthermore, re-
sults from different matchers can be sorted locally first
which could make accumulating results from different
matchers to be reduced to ranking aggregation [2].

Secondly, the heterogeneous nature of different match-
ers – some external matchers produce pairwise equiv-
alence with numeric values stating the similarity score
while others output high level relationships, e.g. same
entity as, more specific than, more general than and
disjoint with expressed in high level languages such as
OWL and RDF – suggests that output from different
matchers has to be lifted to the same syntactical and se-
mantic level. A unified representation formalism equipped
with both numeric and abstract expressivity can facili-
tate the aggregation of heterogeneous matchers.

Thirdly, CMS takes into account the exact position of
classes in the class hierarchy. We would like to develop

algorithms that penalise mapping candidates that are
found to be quite apart from each other, and then prop-
agate their similarity values upwards and downwards
in the hierarchy to their descendants and/or ancestors.
There could also be pre-defined parameters that as we
go up or down the hierarchy we change the similar-
ity values of their descendants and/or ancestors accord-
ingly. We expect that this could reduce the number of
false positive results.

3.3 Comments on the test cases
We do not have any specific comments for test cases on
BibTex and Web directories alignments. However, we
found interesting the last test case, that of medical on-
tologies alignment, and we summarize our experiences
below.

FMA.owl was a different case altogether. The ontology
describes the domain of human anatomy and it aims to
provide ”a reference ontology in biomedical informat-
ics for correlating different views of anatomy, aligning
existing and emerging ontologies in bioinformatics” [6].
However, there are two notable facts regarding the syn-
tactic and modelling idioms of FMA and existing re-
sults from previous efforts in trying to align FMA and
GALEN. As far as the former is concerned, the OWL
version we had to work with was a result of translation
from Protege. Previous work has shown that this result
is not always a faithful representation of the original
FMA Protege model. For instance, it has been reported
that FMA DL constructs are often ill-defined and they
lead to inconsistencies when a reasoner parses the ontol-
ogy [5]. Consistency checking for FMA is an acknowl-
edged problem though, even by its authors: ”[. . . ] feed-
back from these investigators revealed an aggregate of
a few hundred errors, many of which related to spelling
and only a few to cycles in the class subsumption and
partonomy hierarchies.” [6].

Leaving aside this fact of life (as it is natural for an on-
tology that big and so close to human practice to be in-
consistent), we point to a couple of syntactic idioms that
we found interesting when parsing the ontology with our
Jena-based CMS system. Firstly, the rather unusual
use of unique frame IDs for class names (<owl:Class
rdf:ID> constructs) and the textual description of a
class in an rdfs:label construct. We also noticed some
unusual uses of references to frame IDs. For instance,
the declaration of ”arterial supply” as an object prop-
erty: <owl:ObjectProperty rdf:ID="arterial supply"
rdfs:label="arterial supply"> is used in other parts
of the ontology where it refers to a rdf:resource which
points to a different resource:
<arterial supply rdf:resource="#frame 14586"/>.
Tracing that frame ID leads us to a definition of a ”Tis-
sue” class, and not the ”arterial supply”: <owl:Class
rdf:ID="frame 14586" rdfs:label="Tissue">. The
definition of an instance (with frame ID 14586) of an ob-
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ject property (”arterial supply”) that is a class (”Tis-
sue”) could lead to modelling misunderstandings and
confusion (although, syntactically speaking, it is allowed
in some versions of OWL).

Going back to our argument for the notable facts, we
found that previous efforts for aligning FMA to GALEN
reported rather controversial results. For example, in
[7], the authors employed two different alignment meth-
ods to map FMA to GALEN. Despite of the subtle dif-
ferences of OpenGALEN with GALEN, the similarity of
their work with that of the OAEI contest 3rd case study
is high but some of their findings are questionable from
the semantics point of view: for example, it was re-
ported that ”Pancreas” in FMA matches ”Pancreas” in
OpenGALEN with 1.0 similarity value which ”indicates
a perfect match” [7]. When we looked carefully at the
definitions of ”Pancreas” in both ontologies we saw that
”Pancreas” is defined as a class in FMA ( <owl:Class
rdf:ID="frame 12280" rdfs:label="Pancreas">)
whereas in GALEN (OpenGALEN) as an instance of
class ”Body Cavity Anatomy”
<owl:Class rdf:ID="Body Cavity Anatomy">
<rdfs:subClassOf
rdf:resource="#OpenGALEN Anatomy Metaclass"/>
<Body Cavity Anatomy rdf:ID="Pancreas">
Even if OWL semantics allow to map an individual to
a class (when dealing with OWL Full), such an align-
ment is misleading especially when we consider the high
level of abstraction for the ”Pancreas” class in Open-
GALEN. It seems that the ”lexical phase” parsing used
in [7] was the main contributor to this high similarity
value when relatively little structure information was
taken into account. As a final comment on the case, we
also point the reader to observations made by the FMA
authors when trying to validate mapping results and
differences in terminologies with these two ontologies:
”[. . . ]the reasons for the differences have not yet been
explored, but at least some of them may be the different
contexts of modelling. GALEN represents anatomy in
the context of surgical procedures, whereas FMA has a
strictly structural orientation.” [6].

3.4 Comments on the measures
The proposed measures of precision and recall have been
studied and practiced in the NLP community for years
and they are a de facto standard metric for commercial
applications, like search engines. However, we believe
that their adaptation for measuring the performance of
an ontology mapping system is somewhat questionable.
We cannot elaborate fully on our reservations regard-
ing the use of such a metric in this short paper, but we
highlight the main points of our objections: (a) preci-
sion is regarded as hard to implement and reveals the
usefulness of a retrieved document (or hit in a hitlist)
for a search engine. We can’t judge the usefulness of
a found alignment by comparing it with the reference
alignment; (b) neither precision nor recall take into ac-

count the possible applications of the alignments found.
In all the past EON (and this year OAEI) contests, a
set of pre-defined alignments were used as a standard
against which all found alignment were compared. This
does not say anything about the usefulness of the found
alignments, or even of they are complete as the pre-
defined ones can be erroneous. Further to these com-
ments, we would also like to add that the assignment
of numerical values in the range 0.0 to 1.0 does not re-
veal their semantic relevance, but purely a brute-force
algorithmic way of comparing performance. We also
observed a variety of interpretations of precision and
recall metrics by the ontology alignment community.

3.5 Proposed new measures
Devising new measures for assessing the found align-
ments between two ontologies in a universally agreed
manner is a difficult task. We do not see a quick solu-
tion to this problem, but as ontology engineers we can
apply knowledge engineering technologies that encom-
pass as much semantic information as possible; for ex-
ample, we were surprised that the semantically rich def-
initions of OWL for declaring class or property equality
(and inequality) and the universal construct for declar-
ing similarity, are hardly used by the community.

We would also like to see ways of introducing ”application-
driven” alignment metrics where an example applica-
tion (i.e., a Semantic Web service information lookup
engine) will need to access two different ontologies and
the alignments found will need to be used in the appli-
cation in a specific way. Having an application-driven
alignment metric, we can experiment with the notion of
usefulness of alignment in a real world scenario, rather
than doing meaningless number crunching with regard
to found and pre-defined alignments. After all, align-
ment needs to be done in the first place because there
is a real world need for it.

4. CONCLUSION
The 2005 OAEI ontology alignment contest was the
first one that introduced sizeable ontologies and posed
some interesting and challenging problems with respect
to performance, scaling and domain exploration. We
found it a rewarding experience and we look forward to
continue the fruitful exploration of this key field in the
emergent Semantic Web.

5. REFERENCES
[1] W.W. Cohen, P. Ravikumar, and S.E. Fienberg. A

comparison of string distance metrics for
name-matching tasks. In IJCAI 2003 IIWeb
Workshop, pages 73–78, 2003.

[2] R. Fagin, R. Kumar, and D. Sivakumar. Efficient
similarity search and classification via rank
aggregation. In Proceedings of the ACM SIGMOD

83



International Conference on Management of Data,
pages 301–312. ACM Press, 2003.

[3] C. Fellbaum. WordNet: An Electronic Lexical
Database. The MIT Press, 1998.

[4] M. Ehrig and S. Staab. QOM - Quick Ontology
Mapping. In Proceedings of the 3rd International
Semantic Web Confernece (ISWC’04), LNCS
3298, Hiroshima, Japan, page 683–697, 2004.

[5] C. Golbreich, S. Zhang, and O. Bodenreider.
Migrating the FMA from Protege to OWL.
Technical report, jul 2005. In notes of the 8th
International Protege Conference, Madrid, Spain.

[6] C. Rosse and JL. Mejino. A Reference Ontology for
Bioinformatics: The Foundational Model of
Anatomy. Journal of Biomedical Informatics,
36:478–500, 2003.

[7] S. Zhang, P. Mork, and O. Bodenreider. Lessons
learned from aligning two representations of
anatomy. In in Proceedings of the KR 2004
Workshop on Formal Biomedical Knowledge
Representation, Whistler, BC, Canada, pages
102–108, 2004.

6. RAW RESULTS
All of our results are included in a tabular format in
table 6.3. These results have been the best of the CMS
combinations with different matcher. We report on
those in section 3.1. So, for example, alignments for case
#103 were produced using CMS Matcher A, whereas
alignments for case 225 were produced using CMS Match-
ers A+B+C. A list of all this combibnation can be found
in table 3.2.

6.1 Link to the system and parameters file
Access to the Web-based interface of the CMS system
is provided via www.aktors.org/crosi/cms. We note
that the system is not available in the community for
free distribution yet, due to the legalities of the IPR for
the CROSI project.

6.2 Link to the set of provided alignments (in
align format)

The results of all three cases (BibTex, Web directories,
Medical) are available for download from the CROSI
web site at www.aktors.org/crosi/eon05contest/results.

6.3 Matrix of results

# Name Prec. Rec. Time (s)
101 Reference alignment N/A N/A N/A
102 Irrelevant ontology N/A N/A 108
103 Language generalization 1.0 0.788 88
104 Language restriction 1.0 0.788 159
201 No names 1.0 0.189 70
202 No names, no comments N/A N/A
203 No comments 1.0 0.697 147
204 Naming conventions 1.0 0.605 153
205 Synonyms 1.0 0.230 85
206 Translation 1.0 0.255 82
207 1.0 0.264 88
208 1.0 0.473 149
209 1.0 0.103 84
210 0.818 0.246 74
221 No specialisation 1.0 0.788 129
222 Flatenned hierarchy 1.0 0.724 169
223 Expanded hierarchy 0.962 0.758 316
224 No instance 1.0 0.788 151
225 No restrictions 0.788 0.788 85
228 No properties 0.788 0.788 76
230 Flattened classes 1.0 0.760 161
231 Expanded classes 1.0 0.788 145
232 1.0 0.788 118
233 0.838 0.788 70
236 0.788 0.788 77
237 1.0 0.724 156
238 0.961 0.757 315
239 0.766 0.793 220
240 0.757 0.757 221
241 0.838 0.788 70
246 0.766 0.793 70
247 0.757 0.757 221
301 Real: BibTeX/MIT 1.0 0.363 30
302 Real: BibTeX/UMBC 1.0 0.348 31
303 Real: Karlsruhe 1.0 0.474 328
304 Real: INRIA 0.85 0.566 131
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ABSTRACT
Falcon-AO is an automatic tool for aligning ontologies.
There are two matchers integrated in Falcon-AO: one is
a matcher based on linguistic matching for ontologies,
called LMO; the other is a matcher based on graph
matching for ontologies, called GMO. In Falcon-AO,
GMO takes the alignments generated by LMO as exter-
nal input and outputs additional alignments. Reliable
alignments are gained through LMO as well as GMO
according to the concept of reliability. The reliabil-
ity is obtained by observing the linguistic comparability
and structural comparability of the two ontologies be-
ing compared. We have performed Falcon-AO on tests
provided by OAEI 2005 campaign and got some prelim-
inary results. In this paper, we describe the architec-
ture and techniques of Falcon-AO in brief and present
our results in more details. Finally, comments about
test cases and lessons learnt from the campaign will be
presented.

Categories and Subject Descriptors
D.2.12 [Software]: Interoperability; I.2.6 [Artificial
Intelligence]: Knowledge Representation Formalisms
and Methods; I.5.3 [Pattern Recognition]: Cluster-
ing—Similarity measures

General Terms
Experimentation, Measurement

Keywords
Semantic Web, Ontology Alignment, Mapping, Match-
ing, Similarity Measurement

1. PRESENTATION OF THE SYSTEM

As an infrastructure for semantic web applications, Fal-
con is a vision of our research group. It will provide
enabling technologies for finding, aligning and learning
ontologies, and ultimately for capturing knowledge by
an ontology-driven approach. It is still under develop-
ment in our group. As a component of Falcon, Falcon-
AO is an automatic tool for aligning ontologies. It is
dedicated to aligning web ontologies expressed in OWL
DL [5]. There are two matchers integrated in current
version of Falcon-AO (version 0.3). One is a matcher
based on linguistic matching for ontologies, called LMO,
and the other one is a matcher based on graph matching
for ontologies, called GMO.

1.1 Linguistic Matching for Ontologies
As is known, linguistic matching plays an important
role in matching process. Generally, linguistic similar-
ity between two entities relies on their names, labels,
comments and some other descriptions.

LMO combines two different approaches to gain linguis-
tic similarities: one is based on lexical comparison; the
other is based on statistic analysis.

In lexical comparison, we calculate the edit distance [4]
between names of two entities and use the following
function to capture the string similarity (denoted by
SS ):

SS = 1/e
ed

|s1.len+s2.len−ed| (1)

Where ed denotes the edit distance between s1 and s2 ;
s1.len and s2.len denote the length of the input strings
s1 and s2, respectively.

In statistic analysis, we use the algorithm of VSM [6]
(Vector Space Model) in our implementation. Given a
collection of documents, we denote N the number of
unique terms in the collection. In VSM, we represent
each document as a vector in an N -dimensional space.
The components of the vector are the term weights as-
signed to that document by the term weighting function
for each of the N unique terms. Clearly, most of these
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are going to be 0, since only a few of the N terms actu-
ally appear in any given document. In our scenario, we
construct a virtual document for each of the ontology
entities (classes, properties and instances). The virtual
document of an entity consists of ”bag of terms” ex-
tracted from the entity’s names, labels and comments
as well as the ones from all neighbors of this entity. The
term weighting functions are defined as follows:

TermWeighting = TF ∗ IDF (2)

TF =
t

T
(3)

IDF =
1
2
∗ (1 + log2

D

d
) (4)

In equation (3), t denotes the number of times where
one term occurs in a given document and T denotes the
maximum number of times. In equation (4), D denotes
the number of documents in collection and d denotes
the number of documents where the given term occurs
at least once.

We can gain the cosine similarity between documents
(denoted by DS ) by taking the vectors’ dot product:

DS = N ·N t (5)

It is worthy of note that there are several preparing
steps before calculating term weights, such as splitting
words, stemming and removing stop words.

The two methods described above will both take effect
in ontology matching. In our implementation, we com-
bine them together, and use the following equation to
calculate the final linguistic similarity. Please note that
the parameters in the equation comes from our experi-
ence:

LinguisticSimilarity = 0.8 ∗DS + 0.2 ∗ SS (6)

Currently, we do not use any lexicons in LMO and it is
certain that the use of lexicons may bring some benefits
for matching. We plan to take into account using some
lexicons in later versions.

1.2 Graph Matching for Ontologies
Another important component in Falcon-AO is GMO,
which is based on a graph matching approach for ontolo-
gies. It uses directed bipartite graphs to represent on-
tologies and measures the structural similarity between
graphs by a new measurement. Details of the approach
are described in another paper [3] also presented in the

K-Cap 2005 Workshop on Integrating Ontologies 1.

The main idea of GMO is as follows. Similarity of two
entities from two ontologies comes from the accumula-
tion of similarities of involved statements (triples) tak-
ing the two entities as the same role (subject, predicate,
object) in the triples, while the similarity of two state-
ments comes from the accumulation of similarities of
involved entities of the same role in the two statements
being compared.

Usually, GMO takes a set of matched entity pairs, which
are typically found previously by other approaches, as
external mapping input in the matching process, and
outputs additional matched entity pairs by comparing
the structural similarity.

Our previous experiments showed that GMO were irre-
placeable when there was little gain from lexical com-
parison. In addition, GMO can be integrated with other
matchers. While using GMO approach to align ontolo-
gies, there should be another component to evaluate
reliability of alignments generated by GMO.

1.3 Linguistic vs. Structural Comparability
Given two ontologies to be aligned, GMO always tries
to find all the possible matched entity pairs. However,
how to evaluate the reliability of these matched entity
pairs is still a problem. As mentioned above, another
component is needed to select more reliable matched
entity pairs by using other information. In Falcon-AO,
we use a simple approach to observe the reliability of
matched entity pairs output by GMO, and select more
reliable matched entity pairs to the users. The approach
is based on the measure of linguistic comparability (LC )
and structural comparability (SC ) of two ontologies to
be aligned.

Given two ontologies O1, O2 to be aligned, the linguistic
comparability (LC) of O1 and O2 is defined as follows:

LC =
M√

NO1 ∗NO2

(7)

Where M denotes the number of entity pairs with sim-
ilarity larger than c and c is an experience value; NO1

and NO2 represent the number of named entities in O1

and O2, respectively.

The structural comparability is determined through com-
paring the occurrences of built-in properties used in
the two ontologies to be aligned. The built-in prop-
erties are RDF [2], RDFS [1] and OWL [5] built-in vo-
cabularies used as properties in triples (e.g. rdf:type,
rdfs:subClassOf and owl:onProperty).
1http://km.aifb.uni-karlsruhe.de/ws/intont2005
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We use VSM method to observe the structural compa-
rability. The vectors V1, V2 represent the frequency of
built-in properties used in O1 and O2 and the element
vij denotes the number of occurrence of built-in prop-
erty pj in Oi. The structural comparability of O1 and
O2 is the cosine similarity [7] of V1 and V2:

SC =
V1 · V2

‖V1‖ ‖V2‖

=

∑n
j=1 v1j ∗ v2j√∑n

j=1 v1j ∗ v1j

√∑n
j=1 v2j ∗ v2j

(8)

1.4 Implementation
LMO and GMO are integrated in Falcon-AO. Align-
ments output by Falcon-AO come from the integration
of alignments generated by LMO and GMO. The archi-
tecture of Falcon-AO is shown in Figure. 1.
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Figure 1: System Architecture

Due to heterogeneous ways in expressing semantics and
the inference capability brought from ontology languages,
two ontologies being matched may need to be coordi-
nated by removing some redundant axioms from it or
adding some inferred axioms. So coordination actions
should be taken before using GMO approach. We have
integrated several coordination rules in Falcon-AO. Our
Parser component based on Jena 2 has the functionality
of coordinating ontology models.

As is known, given external mapping as input, GMO
can find additional mapping. The external mapping is
made of two parts: one is the existing mapping pre-
assigned by the system; the other comes from another
matcher. The existing mapping is the mapping be-
tween built-in vocabularies of web ontology languages,
2http://jena.sourceforge.net/

datatypes, data literals and URIs used in both ontolo-
gies. And in Falcon-AO we take the alignments gen-
erated by LMO as the other part of external mapping.
Entities involved in the alignments generated by LMO
are set to be external entities and GMO will just output
mapping between internal entities.

When the alignments generated by LMO and GMO are
obtained, Falcon-AO will integrate these alignments by
observing the linguistic comparability and structural
comparability, following the rules below:

1. We take that linguistic similarity is somewhat more
reliable than structural similarity, and that the
alignments generated by LMO are always accepted
by Falcon-AO.

2. When the linguistic comparability is high and the
structural comparability is low, only alignments
generated by GMO with high similarity are reli-
able and accepted by Falcon-AO.

3. If the linguistic comparability is low, all of the
alignments generated by GMO are accepted by
Falcon-AO. In this case, there is no enough infor-
mation to measure these alignments and we can
only assume that they are reliable.

Falcon-AO is implemented in Java. The implemented
process can be outlined as follows:

1. Input two ontologies and parse them.

2. Run LMO and obtain matched entity pairs.

3. Calculate linguistic comparability and structural
comparability.

4. In the case that linguistic comparability is below
a very low threshold (e.g. 0.01) and the structural
comparability of them is also low, we take that
these ontologies are quite different and Falcon-AO
exits with no alignment.

5. Set external entities of the ontologies according to
the matched entity pairs generated by LMO.

6. Input matched entity pairs generated by LMO into
GMO and form external mapping for GMO. In the
current version of Falcon-AO, all the individuals
of ontologies are specified as external entities and
their similarities are computed by LMO.

7. Run GMO and obtain matched entity pairs.

8. Integrate the alignments generated by LMO and
GMO following the rules described above.

9. Exit with alignments as output.
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1.5 Adaptations Made for the Contest
For anatomy test, FMA 3 ontology and OpenGALEN 4

ontology are not OWL DL. In order to make effec-
tive use of descriptions of entities, we have manually
found some annotation properties and inputted them
into LMO. With the help of these annotation proper-
ties, Falcon-AO can find about 500 more matched en-
tity pairs in addition to other 2000 matched entity pairs
found by a simple version of LMO.

2. RESULTS
In this section we will present the results of alignment
experiments on OAEI 2005 campaign. All the align-
ments output by Falcon-AO are based on the same pa-
rameters.

2.1 Systematic Benchmark Test
We divide all the benchmark tests 5 into five groups:
test 101-104, test 201-210, test 221-247, test 248-266
and test 301-304. We will report the results of align-
ment experiments on these five groups in correspon-
dence. The full results on all tests are listed in section
6.3.

2.1.1 Test 101–104
In tests 101, 103 and 104, the source ontologies contain
classes and properties with exactly the same names as
those in the reference ontologies. LMO can easily get all
the matched entity pairs, and GMO takes little effect.

In test 102, the linguistic comparability of the two on-
tologies is nearly zero and the structural comparability
is low as well. So it could be concluded that the two
ontologies to be aligned are quite different. Falcon-AO
exits with no alignment.

The average performance on test 101-104 is shown be-
low:

Precision Recall F-Measure Time
Average 1.0 1.0 1.0 5s

2.1.2 Test 201–210
We find that each pair of ontologies of these ten tests has
high structural comparability, which means that each
pair of the ontologies to be aligned is quite similar in
structure. Our previous experiments showed that GMO
performed well on these tests even without any addi-
tional external mapping input. In most tests, LMO just
finds a small part of all the matched entity pairs, the
rest are generated by GMO. Since GMO runs slower
than LMO, it takes Falcon-AO more time to find all
matched entity pairs.
3http://sig.biostr.washington.edu/projects/fm/
4http://www.opengalen.org/
5http://oaei.inrialpes.fr/2005/benchmarks/

For test 201, where each of the local name of class
and property is replaced by a random one, LMO can
still find some matched classes and properties due to
the sameness of their labels or comments. With these
matched entity pairs as feed, GMO performs well.

In test 202, names of classes and properties are dis-
turbed and their comments are suppressed. LMO can
only find little mapping. Meanwhile, Falcon-AO still
performs not bad by running GMO. In this test, we find
that it is hard to distinguish many properties purely by
the structure of the ontology, since they have the same
domains and ranges, and never used in other part of the
ontologies. Falcon-AO failed to find correct mapping of
these properties, which makes the result not so well as
test 201.

In test 203, LMO is able to find all the matched en-
tity pairs. Therefore, it just takes Falcon-AO several
seconds to find all alignments.

For tests 204 and 208 with naming conventions, both
the linguistic comparability and structural comparabil-
ity are high. The outputs of the integration of LMO
and GMO are well.

For the synonym tests 205 and 209, due to the fact that
no thesaurus is used in our tool, LMO performs not
so well. There are some errors in the outputs of LMO.
With these errors feed to GMO, GMO failed to perform
well. As a result, the outputs of Falcon-AO may be
weaker than the outputs of using GMO independently.

In tests 206, 207 and 210, ontologies to be aligned are
expressed in different languages. Falcon-AO does not
have a specific matcher that uses a dictionary for word
translation. However, because of their high structural
comparability, GMO in Falcon-AO performs not bad on
these tests.

The average performance on test 201-210 is described
below:

Precision Recall F-Measure Time
Average 0.96 0.95 0.95 63s

2.1.3 Test 221–247
In these tests, the linguistic comparability of each pair
of ontologies to be aligned is very high. Most of the
alignments are found by LMO and GMO takes little
effect. So, it only takes Falcon-AO a few seconds to
align them.

As is shown below, the average performance on these
tests are perfect.
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Precision Recall F-Measure Time
Average 0.99 1.0 0.99 4s

2.1.4 Test 248–266
These fifteen tests are the most difficult ones in all
benchmark tests, since both their linguistic compara-
bility and structural comparability are low. In the case
that the linguistic comparability between two given on-
tologies is very low, Falcon-AO would not call any match-
ers. However, in these tests, there are still some individ-
uals with the same names, which increase the linguistic
comparability. So Falcon-AO will still run GMO inte-
grated with LMO.

Since the ontology pairs to be aligned are quite different
both in linguistics and in structure, our outputs are not
good (with average F-Measure 0.63). Indeed, in some
cases, it is really hard to determine the exact mapping.
For these tests, the time for aligning relies on the size
of two ontologies.

Precision Recall F-Measure Time
Average 0.71 0.60 0.63 60s

2.1.5 Real Ontologies Test 301–304
In these tests, each pair of ontologies has high linguistic
comparability but low structural comparability. This
indicates that the outputs of Falcon-AO mainly come
from the outputs of LMO. Alignments with high simi-
larity generated by GMO matcher are also reliable and
these matched entity pairs should also be output by
Falcon-AO. The average performance on these four tests
is presented below:

Precision Recall F-Measure Time
Average 0.93 0.81 0.86 20s

2.2 Blind Tests
Blind tests consist of two groups: directory test 6 and
anatomy test 7, and they are all real world cases.

Directory
We have got the alignment results on directory test by
using the same set of parameters as the ones for bench-
mark test.

Anatomy
Falcon-AO detects that the FMA ontology and Open-
GALEN ontology in anatomy test are so large that our
GMO could not process them. Therefore, our alignment
result of anatomy test comes only from a simple version
of LMO.
6http://oaei.inrialpes.fr/2005/directory/
7http://oaei.inrialpes.fr/2005/anatomy/

3. GENERAL COMMENTS
In this section, we will summarize some features of Falcon-
AO and the improvement in our future work, some com-
ments about test cases will also be presented.

3.1 Comments on the Results
Our Falcon-AO performs well on benchmark tests 101-
104, 201-210 and 221-247, and the results of test 301-304
are moderate, but on test 248-266, Falcon-AO doesn’t
perform so well. According to the results on these
test cases, we can see the strengths and weaknesses of
Falcon-AO:

Strengths
According to the experimental results, Falcon-AO per-
forms well when the structures of the ontologies to be
aligned are similar to each other or there is much lexi-
cal similarity between the two ontologies. Particularly,
Falcon-AO performs well when the two ontologies have
very little lexical similarity but high structural compa-
rability.

Weaknesses
When there is little common vocabulary between the
ontologies and in the meanwhile the structures of the
ontologies are quite different, Falcon-AO can hardly
find the exact mapping. Furthermore, GMO could not
process very large ontologies, which means that while
aligning very large ontologies, Falcon-AO cannot use
their structural information.

3.2 Improvement of Falcon-AO
From the experiments we have learnt some lessons and
plan to make improvements in the later versions. The
following three improvements should be taken into ac-
count.

1. While expressing the same thing, people may use
synonyms and even different languages. Therefore,
it is necessary to use lexicons to match ontologies.

2. The current version of Falcon-AO did not support
many-to-many mapping. The functionality of find-
ing many-to-many mapping will be included in the
later version of Falcon-AO.

3. Currently, the measure of linguistic comparability
and structural comparability of ontologies are still
simple and an improvement will be considered.

3.3 Comments on the Test Cases
The proposed test cases covered a large portion of dis-
crepancies occurring of ontologies while aligning ontolo-
gies. Doing experiments on these test cases is help-
ful to improving the alignment algorithm and system.
However, there are few tests on real world ontologies in
benchmark tests.
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4. CONCLUSION
While aligning real ontologies, linguistic matching plays
an important role in matching process. Therefore, we
integrate our GMO with LMO in Falcon-AO. From the
experiments, we found that, Falcon-AO performed well
on most of benchmark tests. It is also worthy of note
that most of benchmark tests came from artificially al-
tered ontologies, and more real world ontologies are ex-
pected to be included in benchmark tests.
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6.3 Matrix of Results
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ning Windows XP with an Intel Pentium 4 2.4 GHz
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No. Precision Recall Time
101 1.0 1.0 4s
102 NaN NaN 6s
103 1.0 1.0 4s
104 1.0 1.0 4s
201 0.98 0.98 105s
202 0.87 0.87 140s
203 1.0 1.0 4s
204 1.0 1.0 22s
205 0.88 0.87 55s
206 1.0 0.99 51s
207 1.0 0.99 51s
208 1.0 1.0 34s
209 0.86 0.86 102s
210 0.97 0.96 68s
221 1.0 1.0 4s
222 1.0 1.0 4s
223 1.0 1.0 4s
224 1.0 1.0 4s
225 1.0 1.0 4s
228 1.0 1.0 3s
230 0.94 1.0 4s
231 1.0 1.0 4s
232 1.0 1.0 4s
233 1.0 1.0 3s
236 1.0 1.0 3s
237 1.0 1.0 4s
238 0.99 0.99 4s
239 0.97 1.0 3s
240 0.97 1.0 4s
241 1.0 1.0 3s
246 0.97 1.0 3s
247 0.94 0.97 3s
248 0.84 0.82 100s
249 0.86 0.86 114s
250 0.77 0.70 7s
251 0.69 0.69 166s
252 0.67 0.67 119s
253 0.86 0.85 80s
254 1.0 0.27 4s
257 0.70 0.64 4s
258 0.70 0.70 162s
259 0.68 0.68 113s
260 0.52 0.48 7s
261 0.50 0.48 8s
262 0.89 0.24 4s
265 0.48 0.45 7s
266 0.50 0.48 8s
301 0.96 0.80 18s
302 0.97 0.67 3s
303 0.80 0.82 39s
304 0.97 0.96 18s
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ABSTRACT
Among the variety of alignment approaches (e.g., us-

ing machine learning, subsumption computation, for-
mal concept analysis, etc.) similarity-based ones rely
on a quantitative assessment of pair-wise likeness be-
tween entities. Our own alignment tool, OLA, features
a similarity model rooted in principles such as: com-
pleteness on the ontology language features, weighting
of different feature contributions and mutual influence
between related ontology entities. The resulting similar-
ities are recursively defined hence their values are cal-
culated by a step-wise, fixed-point-bound approximation
process. For the OAEI 2005 contest, OLA was provided
with an additional mechanism for weight determination
that increases the autonomy of the system.

1. PRESENTATION OF THE SYSTEM
OLA (for OWL-Lite Alignment) is an open-source tool
jointly developed by teams at University of Montréal
and INRIA Rhône Alpes. It features similarity-based
alignment and a set of auxiliary services supporting the
manipulation of alignment results [5, 6].

1.1 General purpose statement
The primary goal behind the OLA tool design is to per-
form alignment of ontologies expressed in OWL, with a
short-term emphasis on OWL-Lite and long-term one
on OWL-DL. However, its GUI component, VisOn1

allows for many other services involving alignments (in
the sense of [4]) to be accessed.

1.1.1 Functional specifications
From a mere algorithm for automated alignment con-
struction, OLA has grown for the last year to an en-
1see http://www.iro.umontreal.ca/∼owlola/

vironment for alignment manipulation. Indeed, in its
current version, the system offers, via its GUI compo-
nent VisOn, the following services:

• parsing and visualization of OWL-Lite and OWL-
DL ontologies,

• computation of similarities between entities from
two ontologies,

• extraction of alignments from a pair of ontologies,
provided with a set of similarity matrices, one per
category of ontology entities (see below),

• manual construction of alignments by composing
entity pairs from two ontologies,

• use of an existing (partial) alignment as a seed
for automated alignment construction (alignment
completion),

• alignment visualization,
• comparison of two alignments.

In the remainder, the focus will be limited to the auto-
mated alignment construction with OLA.

1.1.2 Principles of the alignment in OLA
The following fundamental principles underly the de-
sign of the three key mechanisms in OLA, internal rep-
resentation of the ontology, similarity computation and
alignment extraction, that are involved in the global
ontology alignment process:

All-encompassing comparison : We tend to believe
that all the available knowledge about a pair of on-
tology entities should be taken into account when
aligning. This does not exclude the possibility of
ignoring particular aspects, i.g., OWL instances
in case of OWL class comparison. However such
a choice should be deliberately made by the tool
user, here through appropriate weight assignment,
or, if performed by an automated mechanisms,
should reflect some particularity, either of the en-
tire ontology (e.g., global absence of instances in
both ontologies) or of the pair of entities at hand
(e.g., local absence of instances in the pair of classes
to be compared).
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Highest automation level : Although we recognize
that the entire alignment process often needs to
be set on a semi-automated basis, we nevertheless
argue in favor of a completely automated process
for ”draft” alignment generation. Thus, we see the
OLA user providing a minimal set of parameters
at the initial steps of the process whereas the tool
will suggest one or more candidate alignments at
the end, without any other human intervention.

Category-dependent comparison : Following the syn-
tactic structure of the OWL language, entities are
divided into categories, e.g., classes, objects, prop-
erties, relations, and only entities of the same cat-
egory are compared. Moreover, the entities of a
category are compared using similarity functions
of the same basic shape. The respective category
functions comprise the same factors and the same
weights. They are further customized for each pair
of category entities by projecting them over the ac-
tual feature space of the entities (which may be far
smaller than the complete space of the category).

Comparability of similarity results : To enable com-
parison of similarity scores between different align-
ment tasks but also for some computational rea-
sons, a set of useful properties is insured for the
similarity functions: normalization, positiveness,
maximalness2, and symmetry3.

1.1.3 Current limitations
• Although it would be of certain value for align-

ment, OLA currently offers no inference mecha-
nisms that could help complete the entity descrip-
tions. In particular, inheritance is not used to ex-
pand entities, mostly out of efficiency considera-
tions.

• Although neighborhoods play crucial role in the
similarity definition, two neighbor entities are not
necessarily affecting each other’s respective simi-
larities to a pair of other entities. As only descrip-
tive knowledge is taken into account, given two
such entities, say e1 and e2, for e2 to appear in
a similarity expression for e1, it should be consid-
ered as part of the description of the latter. For
instance, a data type is not seen as being described
by a property whose range the datatype repre-
sents. Consequently, datatypes are compared in
an ontology-independent manner.

• Category borders are not similarity-permeable: Only
entities from the same category are compared for
similarity and hence for alignment.

1.2 Specific techniques used
2With normalization, this amounts to forcing scores of 1 for
identical entities within identical ontologies
3The price to pay for symmetry is the impossibility of de-
tecting subsumption by this purely numerical procedure.

OLA features an alignment process that splits into three
basic steps: constructing the intermediate representa-
tion of the compared ontologies as labeled graphs, com-
puting the similarity of each pair of same-category en-
tities from the respective ontology graphs, extracting
an alignment from the similarity matrices for each cat-
egory.

1.2.1 OL-Graph construction
OL-Graphs are graph structures that provide an easy-
to-process inner representation of OWL ontologies. An
OL-Graph is a labeled graph where vertices correspond
to OWL entities and edges to inter-entity relationships.
As described in [6], the set of different vertex categories
is: class (C), object (O), relation (R), property (P ),
property instance (A), datatype (D), datavalue (V ),
property restriction labels (L). Furthermore, we dis-
tinguish between datatype relations (Rdt) and object
relations (Ro), and between datatype properties (Pdt)
and object ones (Po).

The OL-Graph model allows the following relationships
among entities to be expressed:

• specialization between classes or relations (denoted
S),

• instanciation (denoted I) between objects and classes,
property instances and properties, values and datatypes,

• attribution (denoted A) between classes and prop-
erties, objects and property instances;

• restriction (denoted R) expressing the restriction
on a property in a class,

• valuation (denoted U) of a property in an object.

The OL-Graph of an ontology is built after the ontology
is parsed4. The process of OL-Graph construction is
described in [8].

1.2.2 Similarity model
The similarity functions used in OLA are designed in
a category-specific manner and cover all the available
descriptive knowledge about an entity pair. Thus, given
a category X of OL-Graph nodes, the similarity of two
nodes from X depends on:

• the similarities of the terms used to designate them,
i.e., URIs, labels, names, etc.,

• the similarity of the pairs of neighbor nodes in the
respective OL-Graphs that are linked by edges ex-
pressing the same relationships (e.g., class node
similarity depends on similarity of superclasses, of
property restrictions and of member objects),

• the similarity of other local descriptive features de-
pending on the specific category (e.g., cardinality
intervals, property types)

4So far, we use the OWL API [1].
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Funct. Node Factor Measure

SimO o ∈ O λ(o) simL

a ∈ A, (o, a) ∈ A MSimA

SimA a ∈ A r ∈ R, (a, r) ∈ R SimR

o ∈ O, (a, o) ∈ U MSimO

v ∈ V , (a, v) ∈ U MSimV

SimV v ∈ V value literal type dependent
SimC c ∈ C λ(c) simL

p ∈ P , (c, p) ∈ A MSimP

c′ ∈ C, (c, c′) ∈ S MSimC

simD d ∈ D λ(r) XML-Schema
SimR r ∈ R λ(r) simL

c ∈ C, (r, domain, c) ∈ R MSimC

c ∈ C, (r, range, c) ∈ R MSimC

d ∈ D, (r, range, d) ∈ R SimD

r′ ∈ R, (r, r′) ∈ S MSimR

SimP p ∈ P r ∈ R, (p, r′) ∈ S SimR

c ∈ C, (p, all, c) ∈ R MSimC

n ∈ {0, 1,∞}, (p, card, n) ∈ R equality

Table 1: Similarity function decomposition
(card = cardinality and all = allValuesFrom).

Datatype and datavalue similarities are external to our
model and therefore they are either user-provided or
measured by a standard function (e.g., string identity
of values and datatype names/URIs).

Formally, given a category X together with the set of
relationships it is involved in, N (X), the similarity mea-
sure SimX : X2 → [0, 1] is defined as follows:

SimX(x, x′) =
∑

F∈N (X)

πX
F MSimY (F(x),F(x′)).

The function is normalized, i.e., the weights πX
F sum to

a unit,
∑
F∈N (X) πX

F = 1. for the computability The
set functions MSimY compare two sets of nodes of the
same category (see [6] for details). Table 1 illustrates
the set of similarities in our model.
Following the lessons learned with our participation in
the EON 2004 alignment contest [?], we have adapted
the above measure to fit cases where particular pair
of entities is described only by a small subset of the
entire set of category descriptors. Thus, a descriptive
factor is ignored for similarity computation whenever
neither of the compared entities possesses a neighbor
with the underlying link label (e.g., no instances for a
pair of compared classes). In this case, not only its
weight is set to 0, but also the weights of the remaining
”active” factors are increased correspondingly. To scale
that principle up to the entire set of descriptive factors,
the following simple mechanism has been realized in
OLA: In order to keep both normalization and equity
in similarity values, the weights of all non-null factors
for a given entity pair are divided through their sum.
Thus, for a category X, the similarity measure Sim+

X :
X2 → [0, 1] becomes:

Sim+
X(x, x′) =

SimX(x, x′)∑
F∈N+(x,x′) πF

where N+(x, x′) is the set of all relationships F for
which F(x) ∪ F(x′) 6= ∅ 5.

OLA relies on various functions for identifiers compar-
ison. Both string distances and lexical distances are
used. Lexical distances rely on an exploration of Word-
Net 2.0 [7] with a quantitative assessment of the “relat-
edness” between two, possibly multi-word, terms. More
specifically, the degree of relatedness between two Word-
Net entries is computed as the ratio between the depth,
in graph-theoretic sense, of the most specific common
hypernym and the average of both term depths. The
computation of multi-word term similarity consists in
first splitting the terms into a set of tokens each and
then comparing all possible pairs of tokens from oppo-
site sets using the above depth-based principle. The
global term similarity is then computed as a similarity-
based matching between both sets (see above).

As circular dependencies are impossible to avoid with
the above definitions, the computing of the similarity
values requires non-standard mechanisms. Following [2,
9], an equation system is composed out of the similar-
ity definitions where variables correspond to similari-
ties of node pairs while coefficients come from weights.
The process of iterative, fixed-point-bound resolution
of that system, as well as the related convergence and
determinism issues are described in [6].

1.3 Implementation
OLA is implemented in Java. Its architecture follows
the one of the Alignment API and the recent implemen-
tation that was described in [4]. OLA relies on the OWL
API [1] for parsing OWL files. An entire subsystem is
dedicated to the onstruction of OL-Graphs on top of the
parsed ontologies. A set of further components that of-
fer similarity computation services: substring distances,
edit distances, Hamming distance, WordNet interface
(via the JWNL library [3]), etc., that were originally
designed for OLA are now part of the Alignment API.
The VisOn GUI component offers a uniform interface
to all services provided by Alignment API and OLA.
In particular, it visualizes both the input data, i.e., the
OL-Graphs, and the final result, i.e., the alignment file,
of the global process.

1.4 Adaptations made for the contest
Along the preparation of the AOEI 2005 contest, a row
of changes have been made to the system in order to
make it fit the complexity of the alignment discovery
task. The most striking one is the introduction of a
weight-computing mechanism that eliminates the ne-
cessity for the tool user to provide initial weights and
hence makes a significant step towards full automation
of the alignment process.
5That is, there exists at least one y such that (x, y) ∈ F or
at least one y′ such that (x′, y′) ∈ F .
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1.4.1 Weight computing mechanism
As it is far from obvious for novice users how to weigh
the different similarity factors, we initiated work on in-
corporating a weight computing mechanism within the
system. The intended mechanism is both intuitive and
effective so that alignment practitioners with various
skill levels could find a match for their knowledge and
experience. So far, we used a simple heuristic method
that, according to the obtained results, performs rea-
sonably well. The basic idea of the method consists
in distributing the weights among similarity factors in
the generic similarity function of a node category ac-
cording to the relative importance of the corresponding
category in the entire ontology. That is to say we use
the average number of links of the corresponding type
per entity of the category at hand. For instance, the
greater the number of super-class links in the ontology,
the higher the weight of the super-class factor in the
class similarity formula.

1.4.2 Similarity measure for entity names
OLA uses two alternative modes of comparison for en-
tity names (URIs, labels, etc.): a string measure6 (a
default) and a lexical similarity measure that relies on
WordNet 2.0 (see above).

The highly sophisticated lexical similarity measure that
was used in OLA for the EON competition has been re-
placed by a simpler but more purposeful one. Indeed,
the initial function compared multi-word terms on three
separate axes: nouns, verbs and adjectives, as provided
by WordNet 2,0. Such comparison seemed appropriate
for cases where the meanings of a word fall in more
than one part-of-speech category. The inter-word simi-
larities on each axis were aggregated by an independent
best-match computations while the three resulting val-
ues were further combined to a single one via a weighted
sum.

The new measure trades separate matchings on speech-
part-wise basis to a single global matching along entry
similarities that aggregate all three possible aspects of a
word. Thus, the words are compared to each other with
all possible meanings and the highest similarity over a
single pair of meanings is taken for the words.

For the OAEI competition, as we had to rely on a fixed
parameter set for the entire collection of tests, we have
chosen to force the use of the string distance. Indeed,
it showed better performances while being much more
efficient than the WordNet-based computation.

Nevertheless, the improved lexical similarity was not
completely discarded: it is currently used as a pre-
processing tool that helps decide automatically the dis-
tribution of weights among similarity factors.

6subString distance provided by the Alignment API

1.4.3 Minor adaptations
Following experiences from EON 2004, a set of simple
but decisive modifications have been applied in order
to prevent the precision leak in the tests. First, the
instances have been excluded from the alignments by
default, although the possibility is given to the user
to reverse this choice. Then, entities external to the
ontologies at hand have also been excluded from the
alignment (but not from the similarity computation).
Finally, one-to-one alignment production has been en-
forced in OLA to increase the potential recall of the
resulting alignment.

2. RESULTS
The comments are grouped by test categories.

2.101 Tests 10X
OLA performed very well on the tests of this group.
This seems to be due to the fact that while the lan-
guage varies along the individual tests of the group, the
basic ontology entities involved in the similarity compu-
tation remain unchanged with respect to the reference
ontology.

2.102 Tests 2XX
The performances of the algorithm seem to suggest that
three sub-groups of tests can be distinguished. The first
one comprises the tests 21X, 22X, 23X and 24X, with a
small number of exceptions where the performance have
been:

• Quite good: This is the case of tests 201, 202,
with random class names. The random names
were putting a strain on the ability of the algo-
rithm to propagate similarity along the network of
node pairs. Obviously, our technique needs some
improvements on that point.

• Satisfactory: In the case of tests 248, 249, there
is a combination of missing (or random) names
with one other missing factor. For tests 248, 249,
the missing factors are hierarchy (sub-class links)
and instances, respectively. Both play important
role in similarity computation of classes, whenever
these are stripped of their names as is the case
with these two ontologies. Hence the sharp drop in
precision and recall with respect to the preceding
tests.

• Weak: The notorious failure here have been the
tests 205, 209, which are the only ones to use of
synonymous names in the ontology entities (with
respect to the intial ontology). As WordNet has
been plugged-out of the similarity computation,
these results are not surprising.

The second groups is made of the tests 25X. Here OLA
performances varied substantially: from extremely poor
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(254) to satisfactory (252, 259).

The last five ontologies of the group, the 26X ones, have
proven to represent a serious obstacle for OLA. The
performances of the system here were poor to very poor.

2.103 Tests 30X
The real-world ontologies of the group 30X made OLA
perform in an unimpressive way. We believe that this
is due to the fact that string similarity was systemati-
cally used as identifier comparison means. Indeed, ten-
tative runs with WordNet as basis for name similarity
yielded way more precise alignments on that group. Un-
fortunately, they also brought down the overall statis-
tics from the entire test set such as mean precision and
mean recall. Hence the choice of the WordNet-based
lexical similarity for a default name comparison means
has been dropped.

3. GENERAL COMMENTS
3.1 Comments on the results
The results show a substantial progress has been made
since the EON 2004 alignment contest. With respect to
the performances of OLA at that forum, we made a big
leap amounting to about 25% in both mean precision
and mean recall.

Nevertheless, we see that a vast space for improvement
lays ahead of our project. The weaknesses of the current
similarity mechanisms can be summarized as follows.
First, the tuning of the algorithm is still a rigid pro-
cess. Indeed, while the weights can now be computed
following a specific footprint of the ontology, a mecha-
nism for the choice of a particular name similarity on
the same basis has yet to be defined.

Second, although we take into account the biggest possi-
ble amount of knowledge about entities, there are sources
of similarity that have been ignored so far, in particular
entity comments.

3.2 Discussions on the way to improve the pro-
posed system

Besides expanding the lexical processing to comments
in entities and providing a flexible decision mechanism
for the choice of the default name similarity, a possible
improvement of the system will be the integration of a
learning module for weight estimation. As for similarity,
the biggest challenge here is to define the representation
of the input data, i.e., the descriptors of the entries for
the learning algorithm.

Another research track would be the definition of an
optimal matching algorithm. In fact, the current proce-
dures are sub-optimal in the sense that they only chose
local optima for each aligned entity. Consequently, as
strict 1:1 matchings are to be produced, a single bad

choice could easily generate a chain of wrong alignment
decisions and thus negatively impact the performances
of the tool.

3.3 Comments on the experiment
Two months during summer period is definitely too
short to run shuch an experiment.

4. CONCLUSION
In its latest version, OLA has proven a more robust
tool for alignment than it was a year before. While
the difficulties with real-world ontologies persist, the
progress on noisy ones has been substantial.

The next key topic of the research around OLA will be
the automation of the weight computation for a specific
pair of ontologies.

5. RAW RESULTS

5.1 Link to the set of provided alignments
A .zip archive of all the contest results is available at
the following URL:

http://www.iro.umontreal.ca/∼owlola/OAEI.html

5.2 Link to the system and parameters file
A similar archive with the parameters and the .jar files
used in the contest-related experiments is available at
the following URL:

http://www.iro.umontreal.ca/∼owlola/OAEI.html

5.3 Matrix of results
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# Name Prec. Rec. Time
101 Reference alignment 1 1
103 Language generalization 1 1
104 Language restriction 1 1
201 No names 0.71 0.62
202 No names & no comments 0.66 0.56
203 No comments 1 1
204 Naming conventions 0.94 0.94
205 Synonyms 0.43 0.42
206 Translation 0.94 0.93
207 0.95 0.94
208 0.94 0.94
209 0.43 0.42
210 0.95 0.94
221 No specialisation 1 1
222 Flatenned hierarchy 1 1
223 Expanded hierarchy 1 1
224 No instance 1 1
225 No restrictions 1 1
228 No properties 1 1
230 Flattened classes 0.95 0.97
231 1 1
232 1 1
233 1 1
236 1 1
237 0.97 0.98
238 0.99 0.99
239 0.97 1
240 0.97 1
241 1 1
246 0.97 1
247 0.97 1
248 0.59 0.46
249 0.59 0.46
250 0.3 0.24
251 0.42 0.3
252 0.59 0.52
253 0.56 0.41
254 0.04 0.03
257 0.25 0.21
258 0.49 0.35
259 0.58 0.47
260 0.26 0.17
261 0.14 0.09
262 0.2 0.06
265 0.22 0.14
266 0.14 0.09
301 Real: BibTeX/MIT 0.42 0.38
302 Real: BibTeX/UMBC 0.37 0.33
303 Real: Karlsruhe 0.41 0.49
304 Real: INRIA 0.74 0.66
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